SEQUENCE LISTING 

<110> TREMBLAY, Johanne 
HAMET, Pavel 
LEWANCZUK, Richard 
GOSSARD, Francis 



<120> A Novel Hypertension Related Calcium Regulated Gene 



(HCaRG) 

<130> 12725.9 

<140> 09/223,796 
<141> 1998-12-31 

<160> 4 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 1100 
<212> DNA 

<213> Rattus rattus 

<220> 

<221> CDS 

<222> (132) . . (803) 



gcacgagcca cagccagcta ccgcggctag gttcctccag gtgcagaggg cggtaaaggo 60 
ttggtttgta tttgtaatgc aactgtggtt aggaccttct ottoggactg gtcaagaaao 120 
gggaagaaag g £ £ £ «g ggg £ g=a get cc. tac «, ca= c.t X70 

S SS K £ S5 S E £ E S SS - S S 218 

20 25 



tta gac agg 



til III 111 tl £ HI S? S S'n £ £ "a & - X «| 



30 



age acc ttc aga aag ttg ttg aaa ctt gta gtc ggg gec ctg cat ggg 
Ser Thr Phe Arg Lys Leu Leu Lys Leu Val Val Gly Ala Leu His y 
50 " 

E K S 5 K K ?S IS S S SS K K S E S 

65 70 

s m 111 t% s s s; s s s ss s s: s £ £ 

SK 2". £ 2S 25 S S - K K - i - - K S£ 

95 100 105 



2 

cag gaa gag etc cag gaa ctt ggc att cct cag gat eta att gga gat 506 
Gin Glu Glu Leu Gin Glu Leu Gly He Pro Gin Asp Leu He Gly Asp 
110 H5 120 

ttg gec agt ttg gca ttt ggg agt caa cgc cct ctt etc gac tct gta 554 
Leu Ala Ser Leu Ala Phe Gly Ser Gin Arg Pro Leu Leu Asp Ser Val 
130 I 35 1 

acc caa caq cag gga tec teg ctg cct cac gtg tct tac ttc egg tgg 602 
Ala Gin Gin Gin Ily Ser Ser Leu Pro His Val Ser Tyr Phe Arg Trp 
145 I 50 103 

egg gtg gac gtg gec ate tea ace age get cag tec cgc tee ctg caa 650 
Arg Val Asp Val Ala He Ser Thr Ser Ala Gin Ser Arg Ser Leu Gin 

160 165 
ceo agt gtt etc atg cag ctg aag etc aca gat gga tct gca cac cgc 698 
Pro Ser Val Leu Me? Gin Leu Lys Leu Thr Asp Gly Ser Ala His Arg 

175 180 185 

ttc gag gtg cce ata gec aaa ttt eag gag ctg egg tac agt gta gec 746 
Phe 111 Vl Pro He Ala Lys Phe Gin Glu Leu Arg Tyr Ser Val Ala 
190 195 200 

tta ate ctt aag gag atg gca gaa ctg gag aag aag tgt gag cgc aaa 7 94 
HI Val Leu Lys 111 Me? Ala Glu Leu Glu Lys Lys Cys Glu Arg Lys 
210 215 ^ u 

ctg cag gac tgactgaacc ctggtactgt gggtgctgaa gctggtacca 843 
Leu Gin Asp 

gaacacagce ccceaetggt gatgageeca aeteeattga ggteetgeat gtgagaacgt 903 
attttaagtg aaaagacage gggaetttca ggttttgttt tatgagtcaa eagctgggea 963 
gggtggeaea gtttataatc tcagcecttg gaagtctgag gctggagaat gggaagtgta 1023 
agctgggcet ggetttcata gtgaggctea gtgtcgaatt aaagaggtaa agcaactatt 1083 

1100 

aaaaaaaaaa aaaaaaa 

<210> 2 
<211> 224 
<212> PRT 

<213> Rattus rattus 



Me^Ser Ala Leu Gly Ala Ala Ala Pro Tyr Leu His His Pro Ala Asp 



Ser His Ser Gly Arg Val Ser Phe Leu Gly Ser Gin Pro Ser Pro Glu 
20 25 30 

Val Thr Ala Val Ala Gin Leu Leu Lys Asp Leu Asp Arg Ser Thr Phe 
35 40 45 

Arg Lys Leu Leu Lys Leu Val Val Gly Ala Leu His Gly Lys Asp Cys 

50 55 60 

Arg Glu Ala Val Glu Gin Leu Gly Ala Ser Ala Asn Leu Ser Glu Glu 



3 



N 



Arg Leu Ala Val Leu Leu Ala Gly Thr His Thr Leu Leu Gin Gin Ala 
85 90 9b 

Leu Arg Leu Pro Pro Ala Ser Leu Lys Pro Asp Ala Phe Gin Glu Glu 
100 105 

Leu Gin Glu Leu Gly He Pro Gin Asp Leu He Gly Asp Leu Ala Ser 
115 120 125 

Leu Ala Phe Gly Ser Gin Arg Pro Leu Leu Asp Ser Val Ala Gin Gin 

130 135 I 40 

Gin Gly Ser Ser Leu Pro His Val Ser Tyr Phe Arg Trp Arg Val Asp 



145 



Val Ala He Ser Thr Ser Ala Gin Ser Arg Ser Leu Gin Pro Ser Val 

165 I 70 1 

Leu Met Gin Leu Lys Leu Thr Asp Gly Ser Ala His Arg Phe Glu Val 



180 



Pro lie Ala Lys Phe Gin Glu Leu Arg Tyr Ser Val Ala Leu Val Leu 
195 200 205 

Lys Glu Met Ala Glu Leu Glu Lys Lys Cys Glu Arg Lys Leu Gin Asp 
215 220 



210 



CI <210> 3 

<211> 1355 



<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (295) ... (966) 



297 



gggcaggcag ttgaggtgga ttaaaccaaa cccagctacg caaaatctta gcatactcct 60 
caattaccca cataggatga ataatagcag ttctaccgta caaccccgga ggcgcagacc 120 
gtccacacgg gacagggacg cccgctcggc tccgctccgc gctgatcctc aaggtctcgc 180 
ggtttccccg ccgcccaccc ggacgccgac gaaagccagc gagctcctca gcctcaggca 240 
tctgcatctg ggaccgacct cctgggctgg ctgatcaaag aggaagcagc agca atg 

1 

tct act qtq ggg get gca act cca tac ctg cat cat cct ggt gat agt 
Ser Ala Val ITy Ala Ala Thr Pro Tyr Leu His His Pro Gly Asp Ser 
5 1° 

S ser SS Z 52 2 E S & K S! S S.S SS S! 



gca gca atg gcc egg eta eta ggg gae eta gac agg age acg tte aga 441 
Ala Ala Met Ala Arg Leu Leu Gly Asp Leu Asp Arg Ser Thr Phe Arg 
35 40 45 

aaq ttg ctg aag ttt gtg gtc age age ctg cag ggg gag gac tgc cga 489 
Lys leu Leu Lys Phe Val Val Ser Ser Leu Gin Gly Glu Asp Cys Arg 
50 55 . 60 bb 

gae ggt gtg eag egt ett ggg gtc age gee aae ctg ecg gag gag cag 537 
Asp Gly Val Gin Arg Leu Gly Val Ser Ala Asn Leu Pro Glu Glu Gin 
70 75 HU 

ctg ggt gee ctg etg gca gge atg eae aea ctg etc eag cag gee etc 585 
Leu Gly Ala Leu Leu Ala Gly Met His Thr Leu Leu Gin Gin Ala Leu 
85 90 95 

egt etg cce eec aec age etg aag ect gac ace tte agg gae eag etc 633 
Arg Leu Pro Pro Thr Ser Leu Lys Pro Asp Thr Phe Arg Asp Gin Leu 
100 105 110 

eag gag etc tge ate cee eaa gac ctg gtc ggg gae ttg gee age gtg 681 
Gin Glu Leu Cys He Pro Gin Asp Leu Val Gly Asp Leu Ala Ser Val 
115 120 125 

ttt ggg age cag egg cce etc ctt gat tct gtg gcc cag cag cag 729 
Val Pne Gly Ser Gin Arg Pro Leu Leu Asp Ser Val Ala Gin Gin Gin 
130 135 I 40 145 

ggg gee tgg etg ceg eat gtt get gac ttt egg tgg egg gtg gat gta 777 
Gly Ala Trp Leu Pro His Val Ala Asp Phe Arg Trp Arg Val Asp Val 
150 I 55 . 

aea ate tec ace agt gcc ctg get cgc tec ctg cag ecg age gtc ctg 825 
Ala lie Ser Thr Ser lla Leu Ala Arg Ser Leu Gin Pro Ser Val Leu 
165 170 I 75 

atg eag etg aag ctt tea gat ggg tea gca tae cgc ttt gag gtc cce 873 
Met Gin Leu Lys Leu Ser Asp Gly Ser Ala Tyr Arg Phe Glu Val Pro 
180 185 19° 

aca gee aag tte cag gag ctg egg tac age gtg gee ctg gtc eta aag 921 
Thr Ala Lys Phe Gin Glu Leu Arg Tyr Ser Val Ala Leu Val Leu Lys 
195 200 205 

gag atg gca gat ctg gag aag agg tgt gag cgc aga etg cag gae 966 
Glu Met Ala Asp Leu Glu Lys Arg Cys Glu Arg Arg Leu Gin Asp 
210 215 220 , 

tgaeecctca ettgaecagt eccattcaga teeggcttgg acaggcacet gagatggtgc 1026 
eaaagtgeag ctgactettc ccacgaeagc ectggectte ceatcaggca ggetettcag 1086 
tgagtgtttg aacgtaatta tgtagtttte tgtttaattg aaaaagagag etatgecttt 114 6 
ttttcttttt ggaagtaaag eagctaaaac atgtttetat aggtgagtgt tggaccttea 1206 
eacctcccet tecetgtaca tttgtetttg gtgctggacg tggeeatgtg aggecaggtt 1266 
gaggcecttt gtagacaaca tacagttget cagcctggcc ceatgtagce aggtgctttt 1326 

1355 

gtagatcttg tgtttcaggc agggecegg 



f 



.1; 5 



<210> 4 
<211> 224 
<212> PRT 

<213> Homo sapiens 



Me2°Ser Ala Val Gly Ala Ala Thr Pro Tyr Leu His His Pro Gly Asp 
1 5 10 15 

Ser His Ser Gly Arg Val Ser Phe Leu Gly Ala Gin Leu Pro Pro Glu 
20 25 30 

Val Ala Ala Met Ala Arg Leu Leu Gly Asp Leu Asp Arg Ser Thr Phe 
35 40 45 

Arg Lys Leu Leu Lys Phe Val Val Ser Ser Leu Gin Gly Glu Asp Cys 
50 55 60 

Arg Asp Gly Val Gin Arg Leu Gly Val Ser Ala Asn Leu Pro Glu Glu 

65 70 75 

Gin Leu Gly Ala Leu Leu Ala Gly Met His Thr Leu Leu Gin Gin Ala 
85 90 y 

Leu Arg Leu Pro Pro Thr Ser Leu Lys Pro Asp Thr Phe Arg Asp Gin 
100 105 

Leu Gin Glu Leu Cys He Pro Gin Asp Leu Val Gly Asp Leu Ala Ser 

115 120 125 

Val Val Phe Gly Ser Gin Arg Pro Leu Leu Asp Ser Val Ala Gin Gin 
130 135 I 40 

Gin Gly Ala Trp Leu Pro His Val Ala Asp Phe Arg Trp Arg Val Asp 
145 150 155 ±ou 

Val Ala He Ser Thr Ser Ala Leu Ala Arg Ser Leu Gin Pro Ser Val 
165 170 I 75 

Leu Met Gin Leu Lys Leu Ser Asp Gly Ser Ala Tyr Arg Phe Glu Val 
180 185 190 

Pro Thr Ala Lys Phe Gin Glu Leu Arg Tyr Ser Val Ala Leu Val Leu 
195 200 205 

Lys Glu Met Ala Asp Leu Glu Lys Arg Cys Glu Arg Arg Leu Gin Asp 
210 215 220 



